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Bacteroides thetaiotaomicron MGBC107869 (GCA_948912605.1)35.4

0.65
5.19

Bacteroides thetaiotaomicron 2A-dyr16-06_101205.10_1677751142 (GCA_949384915.1)31.8

0.65
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Bacteroides thetaiotaomicron MGBC148066 (GCA_948608075.1)18.5

Bacteroides thetaiotaomicron MGBC152776 (GCA_949093605.1)35.5
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Bacteroides thetaiotaomicron F9-2 (GCA_012151035.1)12.6
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1.28
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Bacteroides thetaiotaomicron S_878 (GCA_034140915.1)4.29

Bacteroides thetaiotaomicron S_1220 (GCA_034146905.1)11.7

Bacteroides thetaiotaomicron S_285 (GCA_034131325.1)14.2

Bacteroides thetaiotaomicron S_747 (GCA_034132725.1)13.2

Bacteroides thetaiotaomicron  (GCA_000437995.1)15.2

1
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1
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Bacteroides thetaiotaomicron BFG-336 (GCA_024788825.1)0

Bacteroides thetaiotaomicron BFG-331 (GCA_024792525.1)0

Bacteroides thetaiotaomicron BFG-270 (GCA_024790645.1)3.39

0.92
3.73

0.39
1.05

Bacteroides thetaiotaomicron MGBC157573 (GCA_948916385.1)16.9

0.46
0.599

Bacteroides thetaiotaomicron MGBC158168 (GCA_948693815.1)3.83

Bacteroides thetaiotaomicron MGBC159405 (GCA_948821315.1)8.17

0.15
0.103

0.36
0.577

0.51
0.371

Bacteroides thetaiotaomicron MGBC166156 (GCA_948544605.1)4.92

Bacteroides thetaiotaomicron 2A-dyr13-06_091109.17_1677751129 (GCA_949397445.1)8.08

Bacteroides thetaiotaomicron MGBC150433 (GCA_948802935.1)9.63

Bacteroides thetaiotaomicron MGBC157828 (GCA_948596535.1)17.2

Root0

NJ tree generated by a cgMLST analysis (based on 241 loci)
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