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0.00078
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Bacteroides uniformis dnLKV2 (GCA_000403175.2)0
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0

Bacteroides uniformis MGBC108267 (GCA_948504755.1)0
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Bacteroides uniformis MGBC165632 (GCA_948810825.1)0

Bacteroides uniformis extra-ERR982846.41_1677794780 (GCA_949452615.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 219 loci)

250


