N) tree generated by a cgMLST analysis (based on 120 loci)

L *Parabacteroides distasonis MGBC137164 (GCA_949036485.1)

Parabacteroides distasonis MGBC136798 (GCA_948849325.1)

Parabacteroides distasonis extra-SRR7762562.14_1677802252 (GCA_949497315.1)

Parabacteroides distasonis extra-SRR7761328.14_1677801514 (GCA_949519425.1)

-Parabacteroides distasonis MGBC105159 (GCA_948479305.1)

Parabacteroides distasonis MGBC104774 (GCA_948944995.1)

885, parabacteroides distasonis single-wildmice C1236.23 1675168303 (GCA 949155555.1)
Parabacteroides distasonis S-Fel_120417.20_1677754763 (GCA_949455025.1)

Parabacteroides distasonis MGBC109132 (GCA_948891415.1)

Parabacteroides distasonis MGBC109780 (GCA_948649685.1)

Parabacteroides distasonis SRR19759464_bin.5_metawrap_v1.3_MAG (GCA_947644245.1)
Parabacteroides distasonis MGBC109669 (GCA_948670685.1)
Parabacteroides distasonis MGBC109764 (GCA_948700465.1)
Parabacteroides distasonis S-Fe3_120417.97_1677754823 (GCA_949454565.1)
Parabacteroides distasonis S-Fe4_120413.69 1677754838 (GCA_949480135.1)
Parabacteroides distasonis MGBC136631 (GCA_948739825.1)

Parabacteroides distasonis MGBC136698 (GCA_948787675.1)

Parabacteroides distasonis MGBC137066 (GCA_948931135.1)
Parabacteroides distasonis MGBC137182 (GCA_949043955.1)
Parabacteroides distasonis extra-SRR7761324.33_1677801483 (GCA_949542205.1)
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