
0100
Bacteroides uniformis COPD034 (GCA_014871195.1)
Bacteroides uniformis BSD2780061689_150309_C6 (GCA_015549845.1)
Bacteroides uniformis BSD2780061689st1_F3_BSD2780061688b_171218 (GCA_028396905.1)
Bacteroides uniformis BSD2780061689st1_G7 (GCA_005844235.1)
Bacteroides uniformis BSD2780061689st1_G7_BSD2780061688b_171218 (GCA_028396925.1)
Bacteroides uniformis Lapin-021__bin24 (GCA_947626375.1)
Bacteroides uniformis RTP21311st1_F12_RTP21311_201001 (GCA_028396405.1)
Bacteroides uniformis CTOTU30734 (GCA_036757125.1)
Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis BIOML-A19 (GCA_009020445.1)
Bacteroides uniformis P1-2 (GCA_009739405.1)
Bacteroides uniformis A38_maxbin.002_sub.fa (GCA_021621185.1)
Bacteroides uniformis MGBC136272 (GCA_948664225.1)
Bacteroides uniformis MGBC134968 (GCA_949055845.1)
Bacteroides uniformis MGBC135691 (GCA_948937055.1)
Bacteroides uniformis MGBC134983 (GCA_949059745.1)
Bacteroides uniformis MGBC135591 (GCA_948887515.1)
Bacteroides uniformis Map_121_008 (GCA_022746965.1)
Bacteroides uniformis An67 (GCA_002161435.1)
Bacteroides uniformis COPD040 (GCA_014871095.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


