
0100
Bacteroides uniformis A38_maxbin.002_sub.fa (GCA_021621185.1)
Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis MGBC101947 (GCA_949062985.1)
Bacteroides uniformis MGBC101942 (GCA_949062345.1)
Bacteroides uniformis AM50-4 (GCA_003463925.1)
Bacteroides uniformis BFG-376 (GCA_024793625.1)
Bacteroides uniformis SRR17684647_bin.6_metawrap_v1.3_MAG (GCA_948471015.1)
Bacteroides uniformis CM57GR_57_ID722 (GCA_036318205.1)
Bacteroides uniformis COPD037 (GCA_014871175.1)
Bacteroides uniformis DFI.3.57 (GCA_019132285.1)
Bacteroides uniformis BIOML-A39 (GCA_009020075.1)
Bacteroides uniformis BIOML-A42 (GCA_009020035.1)
Bacteroides uniformis BIOML-A40 (GCA_009020045.1)
Bacteroides uniformis BIOML-A41 (GCA_009020055.1)
Bacteroides uniformis BUAKA3JSW (GCA_940077525.1)
Bacteroides uniformis 2a7B (GCA_000939155.1)
Bacteroides uniformis 2a3A (GCA_001403955.1)
Bacteroides uniformis OM18-7A (GCA_027691155.1)
Bacteroides uniformis AF102-91 (GCA_027686125.1)
Bacteroides uniformis AF102-45 (GCA_027686315.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


