N) tree generated by a cgMLST analysis (based on 120 loci)

“Parabacteroides distasonis 1028st1_G7_1028SCRN_200821 (GCA 028326855.1)

Parabacteroides distasonis 1028st1_C9_1028SCRN_200821 (GCA_028329175.1)

Parabacteroides distasonis 1028st1_E11_1028SCRN_200821 (GCA_028329205.1)

Parabacteroides distasonis single-wildmice_C1220.34_1675168086 (GCA_949130625.1)
—Parabacteroides distasonis S_809 (GCA_034143225.1)

Parabacteroides distasonis MGBC114342 (GCA_949022945.1)

Parabacteroides distasonis MGBC114538 (GCA_948498285.1)

“Parabacteroides distasonis MGBC114419 (GCA_948565325.1)

Parabacteroides distasonis MGBC136888 (GCA_948897035.1)

Parabacteroides distasonis MGBC109780 (GCA_948649685.1)

Parabacteroides distasonis MGBC109132 (GCA_948891415.1)

Parabacteroides distasonis MGBC105159 (GCA_948479305.1)

Parabacteroides distasonis MGBC104774 (GCA_948944995.1)

Parabacteroides distasonis SRR19759464_bin.5_metawrap_v1.3_MAG (GCA_947644245.1)
Parabacteroides distasonis MGBC109669 (GCA_948670685.1)
Parabacteroides distasonis MGBC109764 (GCA_948700465.1)
Parabacteroides distasonis MGBC136631 (GCA_948739825.1)
Parabacteroides distasonis MGBC136698 (GCA_948787675.1)
Parabacteroides distasonis MGBC137066 (GCA_948931135.1)
Parabacteroides distasonis MGBC137182 (GCA_949043955.1)
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