N) tree generated by a cgMLST analysis (based on 241 loci)

‘ t*.Bacteroides thetaiotaomicron G1-4A_111220.21 1677753981 (GCA_949380175.1)
Bacteroides thetaiotaomicron MGBC108421 (GCA_948585955.1)
=Bacteroides thetaiotaomicron ET42 (GCA_021532175.1)
=Bacteroides thetaiotaomicron MGBC108344 (GCA_948518685.1)
~~Bacteroides thetaiotaomicron MGBC108448 (GCA_948589305.1)
~Bacteroides thetaiotaomicron S_1118 (GCA_034149625.1)
~-Bacteroides thetaiotaomicron ERR1606222_bin.1_metaWRAP_v1.3_MAG (GCA_945902835.1)
~Bacteroides thetaiotaomicron S_755 (GCA_034132585.1)
“~Bacteroides thetaiotaomicron S_101 (GCA_034123845.1)
=Bacteroides thetaiotaomicron AM51-2 (GCA_003463855.1)
5.22) P88.Bacteroides thetaiotaomicron S_204 (GCA_034121605.1)
Bacteroides thetaiotaomicron S_201 (GCA_034121665.1)
=-Bacteroides thetaiotaomicron S_484 (GCA_034153265.1)
=Bacteroides thetaiotaomicron SRR15604523 bin.15_metawrap_v1.3_MAG (GCA 948470545.1)
Bacteroides thetaiotaomicron S_1013 (GCA_034145165.1)
Bacteroides thetaiotaomicron S_954 (GCA_034146645.1)
0 ~ BS5Bacteroides thetaiotaomicron S 992 (GCA_034145565.1)
bes 8B acteroides thetaiotaomicron jmh78 (GCA_020313115.1)
(1> H;:Bacteroides thetaiotaomicron MCC175 (GCA_018785885.1)
%ZBacteroides thetaiotaomicron AF37-12 (GCA_003474715.1)

%.Root

1.88 16.35,
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