N) tree generated by a cgMLST analysis (based on 91 loci)

28.parabacteroides goldsteinii MGBC106331 (GCA_948547415.1)
11.3

Parabacteroides goldsteinii 46_110531.24_1677753797 (GCA_949380715.1)
Parabacteroides goldsteinii extra-ERR982834.34_1677794659 (GCA_949504005.1)
=Parabacteroides goldsteinii MGBC101519 (GCA_948813375.1)

5.07

{Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)
p.

3.43,

051 ¥ B9%,parabacteroides goldsteinii D-Fe7_120416.20_1677753901 (GCA_949386655.1)
Parabacteroides goldsteinii extra-ERR982841.50_1677794727 (GCA_949463785.1)
Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)
Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)
Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)

t.parabacteroides goldsteinii MGBC108181 (GCA 948560525.1)
Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)
Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)

1.67,

e
N
w

)

Parabacteroides goldsteinii extra-ERR982833.21_1677794645 (GCA_949485105.1)
Parabacteroides goldsteinii MGBC101752 (GCA_948947885.1)
Parabacteroides goldsteinii MGBC106437 (GCA_948702875.1)

Parabacteroides goldsteinii 54_110627.1_1677753828 (GCA_949384815.1)
0% Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)
Parabacteroides goldsteinii extra-ERR982821.30_1677760475 (GCA_949508775.1)
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