N) tree generated by a cgMLST analysis (based on 120 loci)

Parabacteroides distasonis MGBC113774 (GCA_948761195.1)

Parabacteroides distasonis SRR14836536_bin.10_metawrap_v1.3_MAG (GCA _947363825.1)
Parabacteroides distasonis MGBC113740 (GCA_948669245.1)

Parabacteroides distasonis extra-SRR7533642.21_ 1677800552 (GCA_949431425.1)

=-Parabacteroides distasonis extra-SRR7533641.67_1677800531 (GCA_949464095.1)
=-Parabacteroides distasonis MGBC113586 (GCA_948680515.1)

184 parabacteroides distasonis extra-SRR1648444.78 1677795738 (GCA_949425145.1)
2%.parabacteroides distasonis single-wildmice_C1225.63 1675168151 (GCA 949152975.1)
Parabacteroides distasonis MGBC105159 (GCA_948479305.1)

Parabacteroides distasonis MGBC104774 (GCA_948944995.1)

Parabacteroides distasonis single-wildmice_C1236.23_1675168303 (GCA_949155555.1)
Parabacteroides distasonis MGBC109669 (GCA_948670685.1)

Parabacteroides distasonis MGBC109764 (GCA_948700465.1)

Parabacteroides distasonis S-Fe3_120417.97_1677754823 (GCA_949454565.1)
Parabacteroides distasonis S-Fe4_120413.69 1677754838 (GCA_949480135.1)
Parabacteroides distasonis MGBC136631 (GCA_948739825.1)

Parabacteroides distasonis MGBC136698 (GCA_948787675.1)

Parabacteroides distasonis MGBC137066 (GCA_948931135.1)

Parabacteroides distasonis MGBC137182 (GCA_949043955.1)
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