N) tree generated by a cgMLST analysis (based on 91 loci)

2parabacteroides goldsteinii MGBC108266 (GCA_948512565.1)

Parabacteroides goldsteinii MGBC101249 (GCA_948638995.1)

Parabacteroides goldsteinii extra-ERR982824.26_1677794537 (GCA_949552935.1)

Parabacteroides goldsteinii MGBC108151 (GCA_949089295.1)

Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)

Parabacteroides goldsteinii D-Fe7_120416.20_1677753901 (GCA_949386655.1)

Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)

Parabacteroides goldsteinii MGBC108181 (GCA_948560525.1)

Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)
Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)

Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)

LE8.parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)
Parabacteroides goldsteinii extra-ERR982841.50_1677794727 (GCA_949463785.1)
Parabacteroides goldsteinii extra-ERR982833.21_1677794645 (GCA_949485105.1)
~Parabacteroides goldsteinii extra-ERR982821.30_1677760475 (GCA_949508775.1)
Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)
Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)
Parabacteroides goldsteinii MGBC101752 (GCA_948947885.1)
Parabacteroides goldsteinii 54_110627.1_1677753828 (GCA_949384815.1)
Parabacteroides goldsteinii MGBC106437 (GCA_948702875.1)

=lo

0.44

“Root

250



