N) tree generated by a cgMLST analysis (based on 120 loci)
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! Parabacteroides distasonis MGBC113774 (GCA_948761195.1)

L] %% E%parabacteroides distasonis extra-SRR7533643.1_1677800588 (GCA_949422375.1)
E2Zparabacteroides distasonis MGBC113586 (GCA_948680515.1)

t]  #25parabacteroides distasonis MGBC134251 (GCA_948538225.1)

~Parabacteroides distasonis extra-SRR6945412.1 1677800325 (GCA_949542595.1)

"*.parabacteroides distasonis MGBC136610 (GCA_948635055.1)

Parabacteroides distasonis extra-SRR6945382.21_1677799396 (GCA_949395085.1)

Parabacteroides distasonis MGBC112022 (GCA_948954945.1)

Parabacteroides distasonis extra-SRR6945388.20_1677799425 (GCA_949418005.1)

Parabacteroides distasonis MGBC112315 (GCA_949013025.1)

Parabacteroides distasonis extra-SRR6945416.10 1677800340 (GCA_949542715.1)
Parabacteroides distasonis MGBC136597 (GCA_948719125.1)

Parabacteroides distasonis extra-SRR6945379.24_1677799378 (GCA_949466905.1)
Parabacteroides distasonis CBBP-1 (GCA_012851305.1)

Parabacteroides distasonis SRR13166944_bin.3_metawrap_v1.3_MAG (GCA_947388135.1)
Parabacteroides distasonis MGBC134291 (GCA_948643995.1)
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