N) tree generated by a cgMLST analysis (based on 241 loci)

Bacteroides thetaiotaomicron extra-SRR8443412.26_1677803291 (GCA_949493305.1)
Bacteroides thetaiotaomicron extra-SRR8443398.13_1677803115 (GCA_949524455.1)
Bacteroides thetaiotaomicron extra-SRR8443403.46_1677803176 (GCA_949540245.1)
Bacteroides thetaiotaomicron extra-SRR8443404.5_1677803177 (GCA_949547815.1)

0525, Bacteroides thetaiotaomicron extra-SRR8443397.33 1677803113 (GCA 949529135.1)
23.Bacteroides thetaiotaomicron MGBC165342 (GCA 948697285.1)

“Bacteroides thetaiotaomicron extra-SRR8443395.16_1677802683 (GCA_949539985.1)

®.Bacteroides thetaiotaomicron extra-SRR8443393.30_1677802667 (GCA_949552525.1)

Bacteroides thetaiotaomicron extra-SRR8609100.24_1677803367 (GCA_949494395.1)

Bacteroides thetaiotaomicron extra-SRR8443413.3_1677803295 (GCA_949498685.1)
Bacteroides thetaiotaomicron extra-SRR8443394.23 1677802674 (GCA_949553745.1)
=Bacteroides thetaiotaomicron ABMPRH_7_1_2 (GCA_022797575.1)

Bacteroides thetaiotaomicron MGBC165037 (GCA_948589085.1)
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