
1
0

1
0

Parabacteroides goldsteinii extra-ERR982834.34_1677794659 (GCA_949504005.1)13.6

0.93
5.25

1
8.75

Parabacteroides goldsteinii extra-ERR982824.26_1677794537 (GCA_949552935.1)2.87

Parabacteroides goldsteinii MGBC101249 (GCA_948638995.1)1.13

0.7
2.38

Parabacteroides goldsteinii MGBC108151 (GCA_949089295.1)11.4

0.38
0.634

0.96
3.37

Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)5.03

Parabacteroides goldsteinii D-Fe7_120416.20_1677753901 (GCA_949386655.1)4.97

0.63
1.39

0.41
0.376

Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)0.551

0.54
0.449

Parabacteroides goldsteinii MGBC108181 (GCA_948560525.1)1.05

Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)0.949

0.19
0.209

Parabacteroides goldsteinii extra-ERR982833.21_1677794645 (GCA_949485105.1)0.127

0.1
0.00244

0.88
2.25

Parabacteroides goldsteinii extra-ERR982841.50_1677794727 (GCA_949463785.1)1.63

0.48
0.87

0.59
0.356

Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)0.5

Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)3.5

Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)1.64

0.49
0.757

Parabacteroides goldsteinii extra-ERR982821.30_1677760475 (GCA_949508775.1)1.77

0.14
0.212

0.47
0.0396

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)0.00293

Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)0.997

0.55
0.96

Parabacteroides goldsteinii MGBC101752 (GCA_948947885.1)1.1

0.98
2.4

Parabacteroides goldsteinii 54_110627.1_1677753828 (GCA_949384815.1)2.58

Parabacteroides goldsteinii MGBC106437 (GCA_948702875.1)3.42
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NJ tree generated by a cgMLST analysis (based on 91 loci)
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