N) tree generated by a cgMLST analysis (based on 993 loci)

Parabacteroides merdae BIOML-A21 (GCA_009719705.1)

Parabacteroides merdae BIOML-A22 (GCA_009719685.1)

Parabacteroides merdae BIOML-A18 (GCA_009719725.1)

Parabacteroides merdae SRR13840124_bin.4_metawrap_v1.3_MAG (GCA_947071195.1)

Parabacteroides merdae ERR1430520-bin.25 (GCA_905192885.1)

~Parabacteroides merdae AF33-34 (GCA_003475305.1)

Parabacteroides merdae SRR18940302_bin.10_MetaWRAP_v1.3_MAG (GCA_958435975.1)

Parabacteroides merdae MGBC123275 (GCA_948961025.1)

1%0.parabacteroides merdae SRR17798048 _bin.12_MetaWRAP v1.3 MAG (GCA_958370885.1)
®Lparabacteroides merdae ERS329797_ bin67 (GCA 963557355.1)

Parabacteroides merdae MGBC125402 (GCA_948955895.1)

Parabacteroides merdae MGBC103592 (GCA_910577545.1)

Parabacteroides merdae MGG12699_1680015504 (GCA_949902765.1)
254.parabacteroides merdae SRR15431195_bin.21_metawrap_v1.3_ MAG (GCA_947368825.1)
Parabacteroides merdae K34_1 (GCA_019733655.1)

Parabacteroides merdae CTOTU32100 (GCA_036807005.1)

Parabacteroides merdae 1001262stl_E8_1001262B_160229 (GCA_028328885.1)
Parabacteroides merdae 1001262B_160229_F9 (GCA_015670365.1)
“Parabacteroides merdae DRR221351_bin.34_MetaWRAP_v1.3_MAG (GCA_959023305.1)
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