N) tree generated by a cgMLST analysis (based on 1013 loci)
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Ruminococcus bromii DRR221358_bin.12_MetaWRAP_v1.3_MAG (GCA_959018445.1)
Ruminococcus bromii SRR22541652_bin.18_MetaWRAP_v1.3_MAG (GCA_958453545.1)
Ruminococcus bromii SRR16244384 bin.39_MetaWRAP_v1.3_MAG (GCA_959606475.1)
Ruminococcus bromii S11C.meta.bin_2 (GCA_008667435.1)
Ruminococcus bromii S11B.meta.bin_1 (GCA_008667645.1)
Ruminococcus bromii S11A.meta.bin_1 (GCA_008667885.1)
s P52.Ruminococcus bromii BIOML-A3 (GCA_009718325.1)
Ruminococcus bromii BIOML-A1 (GCA_009718335.1)
1.07) 2 Ruminococcus bromii BIOML-A2 (GCA_009718385.1)
%2 ksl L #puminococcus bromii SRR17622768_bin.46_metawrap_v1.3_MAG (GCA_948441415.1)
47%.Ruminococcus bromii ERR9355567 bin.18_MetaWRAP_v1.3_MAG (GCA 958348515.1)
48.Ruminococcus bromii ERR9762688_bin.64 MetaWRAP_v1.3_ MAG (GCA_958418995.1)
. #2.Ruminococcus bromii AMR_MDS_2165 (GCA_035379585.1)
H::Ruminococcus bromii AMR_MDS_5712 (GCA_035435905.1)
4>._Ruminococcus bromii ERR8263830_bin.14_ MetaWRAP_v1.3_MAG (GCA_958347485.1)
Ruminococcus bromii ERS329816_ bin69 (GCA_963560265.1)
Ruminococcus bromii SRR18940284_bin.21_MetaWRAP_v1.3_MAG (GCA_958365735.1)
Ruminococcus bromii 1001713B170207_170306_G10 (GCA_015550625.1)
Ruminococcus bromii COPD263 (GCA_014870125.1)
Ruminococcus bromii CF01-14 (GCA_003463575.1)

9.6,
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