N) tree generated by a cgMLST analysis (based on 1013 loci)

Ruminococcus bromii LMAG:64 (GCA_008679975.1)
Ruminococcus bromii MCC714 (GCA_018783565.1)
=Ruminococcus bromii DOME_MAG_13308 (GCA_036298385.1)

=Ruminococcus bromii SRR20881984_bin.33_MetaWRAP_v1.3_MAG (GCA 959019875.1)
Ruminococcus bromii AMR_MDS_ 5726 (GCA_035435605.1)
Ruminococcus bromii AMR_MDS_ 5712 (GCA_035435905.1)
“BLeuminococcus bromii L2-36 (GCA_002834165.1)
. 4”%.Ruminococcus bromii ERR4918936_bin.13_MetaWRAP_v1.3_MAG (GCA 958352975.1)
4™.Ruminococcus bromii DRR221365_bin.55_MetaWRAP_v1.3_MAG (GCA 959021095.1)
205 2*Ruminococcus bromii ERR9353457_bin.49_MetaWRAP_v1.3_MAG (GCA_958348235.1)
aazﬂRuminococcus bromii min17_bin57 (GCA_928721825.1)
167 EO Ruminococcus bromii ATCC 27255 (GCA_002834225.1)
071] * L.Ruminococcus bromii MGYG-HGUT-02482 (GCA_902387655.1)
Ruminococcus bromii DOME_MAG_10409 (GCA_036304865.1)
Ruminococcus bromii ERR8263812_bin.8_MetaWRAP_v1.3_MAG (GCA_958346085.1)
=Ruminococcus bromii COPD256 (GCA_014864025.1)
Ruminococcus bromii ERR9762680_bin.45_MetaWRAP_v1.3_MAG (GCA_958408865.1)

3%.Ruminococcus bromii ERR9578252_bin.37_MetaWRAP_v1.3_MAG (GCA_958420815.1)
459
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Ruminococcus bromii SRR13494482_bin.8_MetaWRAP_v1.3_MAG (GCA_959021235.1)
Ruminococcus bromii COPD257 (GCA_014863965.1)
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