N) tree generated by a cgMLST analysis (based on 876 loci)

1 -Bacteroides xylanisolvens ERR9355567_bin.2_MetaWRAP_v1.3_MAG (GCA_958349725.1)
&&Bacteroides xylanisolvens Bacteroides_xylanisolvens_DSM110079 (GCA_932750955.1)
L 38pacteroides xylanisolvens CHK154-13316 (GCA_020743195.1)

oo >Bacteroides xylanisolvens MGBC127452 (GCA_949108875.1)
ﬁBacteroides xylanisolvens S_774 (GCA_034144505.1)

AT.Bacteroides xylanisolvens SRR13840052_bin.4_metawrap_v1.3_MAG (GCA 947070995.1)

Bacteroides xylanisolvens SRR13840097_bin.1_metawrap_v1.3_MAG (GCA_947070985.1)
3%.Bacteroides xylanisolvens AMR_MDS_5710 (GCA 035435885.1)
Bacteroides xylanisolvens 16c78vceTN_bin.6.MAG (GCA_946221485.1)
2.Bacteroides xylanisolvens CTOTU30896 (GCA_036801645.1)
22 Bacteroides xylanisolvens ERR4918920 bin.11_MetaWRAP_v1.3_MAG (GCA 958447645.1)
¥5.Bacteroides xylanisolvens SRR18940292_bin.33_MetaWRAP_v1.3_ MAG (GCA_958452105.1)
Bacteroides xylanisolvens ERR9578203_bin.15_MetaWRAP_v1.3_MAG (GCA_958443275.1)
3.Bacteroides xylanisolvens Map_138_009 (GCA_022746355.1)
% Bacteroides xylanisolvens Map_8_013 (GCA 022733595.1)
3%.Bacteroides xylanisolvens ERS723643_ bin13 (GCA_963557525.1)
.Bacteroides xylanisolvens S 877 (GCA_034140985.1)
¥%.Bacteroides xylanisolvens S_32 (GCA_034152185.1)
Bacteroides xylanisolvens SRR13840102_bin.5_metawrap_v1.3_MAG (GCA_947071075.1)
¥LBacteroides xylanisolvens SRR13840001_bin.2_metawrap_v1.3_MAG (GCA_947071395.1)
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