NJ tree generated by a cgMLST analysis (based on 516 loci)
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Lo -Bacteroides ovatus OF39-4pH10A (GCA_027692575.1)

@Bacteroides ovatus OM18-3A (GCA_027717145.1)
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Bacteroides ovatus S_912 (GCA_034139455.1)
18.Racteroides ovatus S_777 (GCA 034144425.1)
Bacteroides ovatus BSD3448080949st1 (GCA 023634045.1)
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