Dendrogram of cgMLST analysis (based on 516 loci)

Bacteroides ovatus AF60-3b12A (GCA 027681435.1)

Bacteroides ovatus 1001095H 141210 D4 (GCA 015554165.1)

Bacteroides ovatus BSD3178071175st1 E11 BSD3178071176_160815 (GCA _028401145.1)
Bacteroides ovatus BSD3178071175st1_H8 BSD3178071176_160815 (GCA_028401105.1)
Bacteroides ovatus BSD3178071175st1 A7 BSD3178071175 160912 (GCA 028401165.1)
Bacteroides ovatus BSD3178071175 160815 A10 (GCA 015552295.1)

Bacteroides ovatus BSD3178071175st1_A10 BSD3178071175_160912 (GCA_028401185.1)
Bacteroides ovatus ERR4918987 bin.7_MetaWRAP _v1.3 MAG (GCA 958351655.1)
Bacteroides ovatus OF39-4pH10A (GCA 027692575.1)

Bacteroides ovatus OM18-3A (GCA 027717145.1)

Bacteroides ovatus CTOTU30129 (GCA 036740035.1)

Bacteroides ovatus SRR22541671 bin.8 MetaWRAP v1.3 MAG (GCA 958434115.1)
Bacteroides ovatus SRR17794265 _bin.38 metawrap_v1.3_MAG (GCA 947645835.1)
Bacteroides ovatus S_912 (GCA_034139455.1)
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Bacteroides ovatus S 442 (GCA 034128225.1)

Bacteroides ovatus S_1017 (GCA_034145085.1)

Bacteroides ovatus ERR8263764 bin.7 MetaWRAP v1.3 MAG (GCA 958431975.1)
Bacteroides ovatus BSD3448080949st1l (GCA 023634045.1)

Bacteroides ovatus S 777 (GCA 034144425.1)



