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Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)5.03
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Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)3.6
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Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)0.464

Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)1.54
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Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)0.968

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)0.0322

0.81
0.72

Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)0.583

Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)1.42
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NJ tree generated by a cgMLST analysis (based on 91 loci)
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