N) tree generated by a cgMLST analysis (based on 91 loci)

s -Parabacteroides goldsteinii MGBC158333 (GCA_948771115.1)
H;:Parabacteroides goldsteinii MGBC165616 (GCA_948778145.1)

,(*>Parabacteroides goldsteinii ERR9492505_bin.16_MetaWRAP_v1.3_MAG (GCA_958365895.1)
Parabacteroides goldsteinii SRR20881974_bin.25_MetaWRAP_v1.3_MAG (GCA_959018585.1)
~Parabacteroides goldsteinii SRR13494517_bin.38_MetaWRAP_v1.3_MAG (GCA_959021585.1)
=-Parabacteroides goldsteinii BFG-290 (GCA_024788545.1)
=Parabacteroides goldsteinii S_898 (GCA_034140065.1)
=Parabacteroides goldsteinii D55t1_190419_C9 (GCA_015551715.1)
=Parabacteroides goldsteinii single-wildmice_C1237.44 1675168312 (GCA_949131625.1)
Parabacteroides goldsteinii D-Fe7_120416.20_1677753901 (GCA_949386655.1)
Parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)

=lo

0.24

=Parabacteroides goldsteinii MGBC106416 (GCA_948718635.1)

Parabacteroides goldsteinii MGBC101690 (GCA_948992245.1)

Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)
Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)
Parabacteroides goldsteinii MGBC101506 (GCA_948821275.1)

Parabacteroides goldsteinii D-Fe5_120416.44_1677753881 (GCA_949410045.1)
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