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Bacteroides thetaiotaomicron S_58 (GCA_034124685.1)0.443
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0.72
0.842

0.77
0.381

1
2.94

0.73
0

Bacteroides thetaiotaomicron RTP21484st1_F5_RTP21484_190118 (GCA_028398525.1)0

Bacteroides thetaiotaomicron RTP21484st1_G4_RTP21484_190118 (GCA_028398585.1)0

Bacteroides thetaiotaomicron RTP21484st1_E8_RTP21484_190118 (GCA_028398605.1)0

Bacteroides thetaiotaomicron S_820 (GCA_034142965.1)3.06

Bacteroides thetaiotaomicron S_1168 (GCA_034148125.1)4.62
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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