N) tree generated by a cgMLST analysis (based on 120 loci)

35.4

Parabacteroides distasonis ERR8263753_bin.13_MetaWRAP_v1.3_MAG (GCA_958407315.1)

Parabacteroides distasonis ERR9762709_bin.4_MetaWRAP_v1.3_MAG (GCA 958423175.1)
Parabacteroides distasonis AM33-1 (GCA_003468605.1)

=

Parabacteroides distasonis AM15-13 (GCA_003472045.1)
%Parabacteroides distasonis BIOML-A23 (GCA_009678635.1)

T Parabacteroides distasonis BIOML-A24 (GCA_009678655.1)

Parabacteroides distasonis 1001254)_160919_G7 (GCA_015555625.1)

Parabacteroides distasonis 1001262B_160229_B8 (GCA_015668155.1)

0 Parabacteroides distasonis 1001262st1_B2_1001262B_160229 (GCA_028330145.1)
! 2%8.parabacteroides distasonis MTG226_bin.43 (GCA_934837735.1)

Parabacteroides distasonis D43t1_170807_A10 (GCA_015548785.1)

Parabacteroides distasonis D43stl_D3_D43t1_170807 (GCA_028329565.1)
%Parabacteroides distasonis MTG220_bin.19 (GCA_934826265.1)
Parabacteroides distasonis MTG221_bin.13 (GCA_934828805.1)

Parabacteroides distasonis MTG228_bin.5 (GCA_934834725.1)
©-Root
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