N) tree generated by a cgMLST analysis (based on 993 loci)

315

Parabacteroides merdae ERR9322429 bin.14_MetaWRAP_v1.3_MAG (GCA_958410745.1)
Parabacteroides merdae (GCA_000433955.1)

0.447

{‘Parabacteroides merdae RTP21484stl E1 RTP21484_190118 (GCA_028328355.1)
!t L%5.parabacteroides merdae RTP21484stl_A7_RTP21484_190118 (GCA_028328305.1)

88,

Parabacteroides merdae SRR13494520_bin.54_MetaWRAP_v1.3_MAG (GCA_959026335.1)

Parabacteroides merdae BSD2780120875st1_C2_BSD2780120875_150330 (GCA_028326715.1)
Parabacteroides merdae BSD2780120875b_170604_B5 (GCA_015558445.1)

Parabacteroides merdae 1001175st1_Al (GCA_005844535.1)

Parabacteroides merdae 1001175B_160314_Al (GCA_015552245.1)

R
I
L-

Parabacteroides merdae DFI.1.110 (GCA_020563655.1)
Parabacteroides merdae DFI.1.88 (GCA_022137325.1)
Parabacteroides merdae DFI.1.192 (GCA_022138085.1)

rlo

Parabacteroides merdae DFI.1.92 (GCA_024463475.1)
Y Lparabacteroides merdae Map_77_010 (GCA_022734235.1)
*.Parabacteroides merdae MCC685 (GCA_018784105.1)

2.1 27.8,

Parabacteroides merdae SRR17382092_bin.15_MetaWRAP_v1.3_MAG (GCA_958432745.1)
Parabacteroides merdae Map_8 012 (GCA_022733635.1)

Parabacteroides merdae BIOML-A28 (GCA_009719515.1)
Parabacteroides merdae BIOML-A29 (GCA_009719555.1)
—Parabacteroides merdae BIOML-A27 (GCA_009719605.1)




