N) tree generated by a cgMLST analysis (based on 290 loci)

8. Anaerobutyricum hallii ERR9578244_bin.5_MetaWRAP_v1.3_MAG (GCA_958420405.1)
Anaerobutyricum hallii CTOTU36395 (GCA_036718645.1)
Anaerobutyricum hallii ERR9578309_bin.7_MetaWRAP_v1.3_MAG (GCA_958429005.1)
Anaerobutyricum hallii MTG247_bin.36 (GCA_934872665.1)
006 =Anaerobutyricum hallii SM6/1 (GCA_017776255.1)
ﬁ;Anaerobutyricum hallii nmaize_METABAT__112 (GCA_025543395.1)
0Anaerobutyricum hallii 2789STDY5834835 (GCA_001405175.1)
Anaerobutyricum hallii JCM 31263 (GCA_016586395.1)
Anaerobutyricum hallii HTF-385 (GCA_017776275.1)
Anaerobutyricum hallii DOME_MAG_14404 (GCA_036313365.1)
2%Anaerobutyricum hallii (GCA_000435875.1)
=~Anaerobutyricum hallii MCC544 (GCA_018784745.1)
=-Anaerobutyricum hallii SRR18940302_bin.35_MetaWRAP_v1.3_MAG (GCA_958452925.1)
=-Anaerobutyricum hallii 2789STDY5834966 (GCA_001406155.1)
Anaerobutyricum hallii MTG228_bin.39 (GCA_934841635.1)
Anaerobutyricum hallii MTG229_bin.26 (GCA_934838165.1)
Anaerobutyricum hallii ERR9762697_bin.36_MetaWRAP_v1.3_MAG (GCA _958422615.1)
=Anaerobutyricum hallii ERR8263771_bin.10_MetaWRAP_v1.3_MAG (GCA_958346695.1)
Anaerobutyricum hallii ERR8263826_bin.25_MetaWRAP_v1.3_MAG (GCA_958432195.1)
=Anaerobutyricum hallii ERR9354171_bin.51_MetaWRAP_v1.3_MAG (GCA_958438845.1)

o

B.23




