N) tree generated by a cgMLST analysis (based on 290 loci)

26.Anaerobutyricum hallii ERR9492527_bin.18_MetaWRAP_v1.3_MAG (GCA_958425235.1)
46.6

Anaerobutyricum hallii SRR16280044_bin.14_MetaWRAP_v1.3_MAG (GCA_959602635.1)

=-Anaerobutyricum hallii SRR17798034_bin.15_MetaWRAP_v1.3_MAG (GCA 958367705.1)
=+Anaerobutyricum hallii SO7B.meta.bin_12 (GCA_008662165.1)
Anaerobutyricum hallii ERR1600670-bin.27 (GCA_905206725.1)
mgoAnaerobutyricum hallii AM34-3LB (GCA_003468475.1)
1%{;Anaerobutyricum hallii MGYG-HGUT-00262 (GCA_902364815.1)
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%:Anaerobutyricum hallii SRR22541658_bin.6_MetaWRAP_v1.3_MAG (GCA_958453755.1)
“°UAnaerobutyricum hallii ERR1600540_bin.52_CONCOCT_v1.1_MAG (GCA_938001875.1)

=]o

94.6

£{;:Anaerobutyricum hallii DOME_MAG_14404 (GCA_036313365.1)
074 Anaerobutyricum hallii SRR18940302_bin.35_MetaWRAP v1.3_MAG (GCA_958452925.1)

4.42

Anaerobutyricum hallii MTG232_bin.46 (GCA_934838465.1)
-Anaerobutyricum hallii MTG238_bin.24 (GCA_934873065.1)
Anaerobutyricum hallii MTG240_bin.21 (GCA_934875305.1)
Anaerobutyricum hallii MTG237_bin.17 (GCA_934863455.1)
Anaerobutyricum hallii MTG248_bin.20 (GCA_934883225.1)

o

=Anaerobutyricum hallii MTG235_bin.29 (GCA_934864255.1)
=Anaerobutyricum hallii MTG236_bin.50 (GCA_934854655.1)
U2.Anaerobutyricum hallii AF45-14BH (GCA_003473385.1)

L2.Anaerobutyricum hallii L3_121_363G2_dasL3_121_363G2_metabat.metabat.23_sub (GCA_018382655.1)
0.
“Root
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