NJ tree generated by a cgMLST analysis (based on 1013 loci)
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Ruminococcus bromii COPD262 (GCA_014870165.1)

Ruminococcus bromii ERR9578248_bin.25_MetaWRAP_v1.3_MAG (GCA_958420565.1)
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Ruminococcus bromii COPD265 (GCA_014870105.1)
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