N) tree generated by a cgMLST analysis (based on 290 loci)
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Anaerobutyricum hallii MTG229_bin.26 (GCA_934838165.1)
Anaerobutyricum hallii MTG228_bin.39 (GCA_934841635.1)

Anaerobutyricum hallii SRR18940302_bin.35_MetaWRAP_v1.3_MAG (GCA_958452925.1)
Anaerobutyricum hallii MCC544 (GCA_018784745.1)

Anaerobutyricum hallii (GCA_000435875.1)
-Anaerobutyricum hallii 2789STDY5834966 (GCA_001406155.1)

Anaerobutyricum hallii ERR9762697_bin.36_MetaWRAP_v1.3_MAG (GCA_958422615.1)
Anaerobutyricum hallii ERR8263771_bin.10_MetaWRAP_v1.3_MAG (GCA_958346695.1)

Anaerobutyricum hallii ERR8263830_bin.17_MetaWRAP_v1.3_MAG (GCA_958346485.1)
-Anaerobutyricum hallii ERR9578268_bin.2_MetaWRAP_v1.3_MAG (GCA_958428225.1)
Anaerobutyricum hallii nmaize_METABAT__112 (GCA_025543395.1)

Anaerobutyricum hallii DOME_MAG_14404 (GCA_036313365.1)
Anaerobutyricum hallii 2789STDY5834835 (GCA_001405175.1)

Anaerobutyricum hallii JCM 31263 (GCA_016586395.1)
=Anaerobutyricum hallii HTF-385 (GCA_017776275.1)
Anaerobutyricum hallii DSM 3353 (GCA_000173975.1)

=~Anaerobutyricum hallii SM6/1 (GCA_017776255.1)
Anaerobutyricum hallii AM59-17XD-r (GCA_027668695.1)
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