NJ tree generated by a cgMLST analysis (based on 876 loci)
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Bacteroides xylanisolvens ERR9578203_bin.15_MetaWRAP_v1.3_MAG (GCA_958443275.1)
“T.Bacteroides xylanisolvens An109 (GCA 002161115.1)

Bacteroides xylanisolvens MSK.17.2 (GCA_019129725.1)

Bacteroides xylanisolvens FFJLY22K22 (GCA_019734995.1)

=Bacteroides xylanisolvens LG101-21 (GCA_027695665.1)

Bacteroides xylanisolvens K29 (GCA_019733725.1)

Bacteroides xylanisolvens KO1 (GCA_019734395.1)

Bacteroides xylanisolvens S_774 (GCA_034144505.1)

Bacteroides xylanisolvens An107 (GCA_002161135.1)

Bacteroides xylanisolvens MGBC127452 (GCA_949108875.1)

Bacteroides xylanisolvens P17.D5 (GCA_020256715.1)

Bacteroides xylanisolvens P17.C2 (GCA_020256745.1)

Bacteroides xylanisolvens P17.D4 (GCA_020256765.1)

Bacteroides xylanisolvens P15.F11 (GCA_020256825.1)

Bacteroides xylanisolvens Map_8 013 (GCA_022733595.1)

Bacteroides xylanisolvens SRR13840052_bin.4_metawrap_v1.3_MAG (GCA_947070995.1)
#8.Bacteroides xylanisolvens SRR13840097 bin.1_metawrap_v1.3_MAG (GCA 947070985.1)
Bacteroides xylanisolvens AMR_MDS 5710 (GCA_035435885.1)

Bacteroides xylanisolvens SRR18940292_bin.33_MetaWRAP_v1.3_MAG (GCA_958452105.1)
Bacteroides xylanisolvens Map_138_009 (GCA_022746355.1)
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