N) tree generated by a cgMLST analysis (based on 876 loci)

188,

Bacteroides xylanisolvens SRR13494520_bin.12_MetaWRAP_v1.3_MAG (GCA_959018975.1)
Bacteroides xylanisolvens SRR13840034_bin.2_metawrap_v1.3_MAG (GCA 947071315.1)

Bacteroides xylanisolvens MSK.19.24 (GCA_019128735.1)

Bacteroides xylanisolvens AY11-1 (GCA_029369765.1)

Bacteroides xylanisolvens BFG-319 (GCA_024759125.1)

Bacteroides xylanisolvens ERR9578226_bin.9_MetaWRAP_v1.3_MAG (GCA_958367175.1)
—=Bacteroides xylanisolvens D43t1_170807_F5 (GCA_015559535.1)

Bacteroides xylanisolvens SRR13840052_bin.4_metawrap_v1.3_MAG (GCA_947070995.1)

Bacteroides xylanisolvens CTOTU30896 (GCA_036801645.1)

=Bacteroides xylanisolvens BRZ_FH__bin8 (GCA_944321395.1)

=lo
.
N
S

Bacteroides xylanisolvens BJH_119 (GCA_021412865.1)

Bacteroides xylanisolvens BJH_104 (GCA_021413165.1)
Bacteroides xylanisolvens 16c78vceTN_bin.6.MAG (GCA_946221485.1)
Bacteroides xylanisolvens BIOML-A2 (GCA_009101535.1)

o

Bacteroides xylanisolvens BIOML-A1 (GCA_009101785.1)
=Bacteroides xylanisolvens D53t1_180928_G3 (GCA_015547545.1)
~~Bacteroides xylanisolvens BIOML-A19 (GCA_009101515.1)
Bacteroides xylanisolvens BIOML-A33 (GCA_009101685.1)
Bacteroides xylanisolvens BIOML-A18 (GCA_009101745.1)
—Bacteroides xylanisolvens BIOML-A43 (GCA_009102245.1)




