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Bacteroides uniformis AM39-1 (GCA_003467505.1)
Bacteroides uniformis AM14-1 (GCA_003472995.1)
Bacteroides uniformis BIOML-A36 (GCA_009020135.1)
Bacteroides uniformis BIOML-A38 (GCA_009020115.1)
Bacteroides uniformis BIOML-A37 (GCA_009020165.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis AF102-91 (GCA_027686125.1)
Bacteroides uniformis AF102-45 (GCA_027686315.1)
Bacteroides uniformis ERR9578290_bin.11_MetaWRAP_v1.3_MAG (GCA_958421795.1)
Bacteroides uniformis BSD2780061688_150302_G4 (GCA_015552985.1)
Bacteroides uniformis AM30-49 (GCA_003468865.1)
Bacteroides uniformis AF22-2-r (GCA_027684185.1)
Bacteroides uniformis COPD040 (GCA_014871095.1)
Bacteroides uniformis An67 (GCA_002161435.1)
Bacteroides uniformis SRR13494517_bin.54_MetaWRAP_v1.3_MAG (GCA_959029145.1)
Bacteroides uniformis Lapin-021__bin24 (GCA_947626375.1)
Bacteroides uniformis BIOML-A19 (GCA_009020445.1)
Bacteroides uniformis RTP21311st1_F12_RTP21311_201001 (GCA_028396405.1)
Bacteroides uniformis CTOTU30734 (GCA_036757125.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


