N) tree generated by a cgMLST analysis (based on 91 loci)

[*>Parabacteroides goldsteinii ERR9578277_bin.8_MetaWRAP_v1.3_MAG (GCA_958413355.1)
Parabacteroides goldsteinii BFG-290 (GCA_024788545.1)

%.parabacteroides goldsteinii SRR13494517_bin.38_MetaWRAP_v1.3_MAG (GCA_959021585.1)
Parabacteroides goldsteinii ERR9492505_bin.16_MetaWRAP_v1.3_MAG (GCA_958365895.1)
SL.parabacteroides goldsteinii SRR20881974_bin.25 MetaWRAP v1.3_MAG (GCA 959018585.1)
=Parabacteroides goldsteinii SRR16280003_bin.21_MetaWRAP_v1.3_MAG (GCA_959606025.1)
“Parabacteroides goldsteinii ERR1305901-bin.42 (GCA_905205365.1)

Parabacteroides goldsteinii S_1035 (GCA_034151865.1)

~~Parabacteroides goldsteinii ERR9465719 bin.24_metawrap_v1.3_MAG (GCA_947056875.1)
Parabacteroides goldsteinii SRR15730539_bin.49_metawrap_v1.3_MAG (GCA_947642865.1)
Parabacteroides goldsteinii Tac130_23 Tac_ce.16_1677235933 (GCA_949349045.1)
~Parabacteroides goldsteinii MGBC166087 (GCA_948609555.1)

Parabacteroides goldsteinii MGBC165642 (GCA_948823745.1)

Parabacteroides goldsteinii MGBC108603 (GCA_948625155.1)
Parabacteroides goldsteinii extra-SRR3539764.29_1677796012 (GCA_949461375.1)
122 parabacteroides goldsteinii MGBC158333 (GCA_948771115.1)

0.21

Parabacteroides goldsteinii MGBC108570 (GCA_948675655.1)
=Parabacteroides goldsteinii extra-SRR6032591.22_1677799276 (GCA_949435685.1)
Parabacteroides goldsteinii MGBC165533 (GCA_948783365.1)

“Root
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